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บทคัดย่อ
The adult cohort of HIV-1 chronic infection from Lampang hospital was used to study their  relationship among sequential HIV gag sequences, the HLA, and the predicted epitopes.  Among 114 couples which were 228 patients, 216 sequences and 167 sequences were successfully amplified and sequenced from first and second time point of samples respectively. The majority of samples were HIV-1 CRF01_ AE ( 92 %). This subtype showed significance number of PSAP instead of PTAP in the P6 region. The observed 52 of 498 amino acids demonstrated the link to the specific HLA. The predicted epitopes; MTSNPPIPV and ATLWCVHQR were significantly related with HLA A-02 and HLA-A 11 respectively.  This finding was indirectly confirmed when focused on the couples and the sequential blood samples in the same patients. Further functional analysis on those epitopes reported in this study need to be evaluated
